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Research progress of biotechnology in medicine
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[ Abstract] The research and development of biotechnology has gradually occupied an important position in
the field of science and technology. Therefore, this paper will review the main development history of biotechnology,
analyze its role and application prospects in the present day, and discovered that significant progress has been made
in the field of biotechnology at home and abroad, and every branch of it is making great contributions to the progress
of human beings. In particular, it plays a positive role in promoting the rapid development of the medical field. We
will describe the development and application of gene detection, drug research and development, and gene therapy.
As an important part of modern biotechnology, they have made many new breakthroughs today and still have huge
room for development in the future. It can be said that the application of biotechnology in the medical field has made
remarkable progress, which provides new means and methods for disease diagnosis, prevention, drug development
and disease treatment. With the continuous advancement and innovation of technology, it is believed that
biotechnology will play a more important role in the medical field and make greater contributions to the development
of human health.
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